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An introduction to biological networks and methods for their analysis
Analysis of Biological Networks is the first book of its kind to provide readers with a comprehensive introduction to the structural analysis of biological networks at the interface of biology and computer science. The book begins with a brief overview of biological networks and graph theory/graph algorithms and goes on to explore: global network properties, network centralities, network motifs, network clustering, Petri nets, signal transduction and gene regulation networks, protein interaction networks, metabolic networks, phylogenetic networks, ecological networks, and correlation networks.     

Analysis of Biological Networks is a self-contained introduction to this important research topic, assumes no expert knowledge in computer science or biology, and is accessible to professionals and students alike. Each chapter concludes with a summary of main points and with exercises for readers to test their understanding of the material presented. Additionally, an FTP site with links to author-provided data for the book is available for deeper study.     

This book is suitable as a resource for researchers in computer science, biology, bioinformatics, advanced biochemistry, and the life sciences, and also serves as an ideal reference text for graduate-level courses in bioinformatics and biological research.     

       About the Author
   

Björn H. Junker is a biologist with a strong background in bioinformatics. His current research activities include the quantitative analysis and modeling of metabolic networks, as well as pathway databases and visual data mining. Mr. Junker has been at the Leibniz Institute of Plant Genetics and Crop Plant Research in Germany since 2003. He worked at Brookhaven National Laboratory in New York during 2006 and was appointed as project leader at the Leibniz Institute in 2007.

Falk Schreiber is a computer scientist who has worked in bioinformatics for more than ten years. His current research areas include modeling, analysis, and visualization of biological networks; graph algorithms; and data exploration and information visualization in the life sciences. Since 2003, he has been head of the Network Analysis Research Group at the Leibniz Institute of Plant Genetics and Crop Plant Research. He was appointed professor of bioinformatics at the Martin Luther University Halle-Wittenberg, Germany, in 2007.       
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Advances in Chemical Physics, Computational Methods for Protein Folding (Volume 120)John Wiley & Sons, 2001

	Since the first attempts to model proteins on a computer began almost thirty years ago, our understanding of protein structure and dynamics has dramatically increased. Spectroscopic measurement techniques continue to improve in resolution and sensitivity, allowing a wealth of information to be obtained with regard to the kinetics of protein...
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Handbook of Computer Vision Algorithms in Image AlgebraCRC Press, 2000

	Image algebra is a comprehensive, unifying theory of image transformations, image analysis, and image understanding. In 1996, the bestselling first edition of the Handbook of Computer Vision Algorithms in Image Algebra introduced engineers, scientists, and students to this powerful tool, its basic concepts, and its use in the concise...
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Healthy SQL: A Comprehensive Guide to Healthy SQL Server PerformanceApress, 2015

	Healthy SQL is about ensuring the ongoing performance health of a SQL Server database. An unhealthy database is not just an inconvenience; it can bring a business to its knees. And if you are the database administrator, the health of your SQL Server implementation can be a direct reflection on you. It's in everyone's best...
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Starting Out With Visual Basic 2012 (6th Edition)Pearson Education, 2013

	
		Note: You are purchasing a Book/CD; MyProgrammingLab does not come packaged with this content. If you would like to purchase both the physical text and MyProgrammingLab search for ISBN-10: 0133441873 / ISBN-13: 9780133441871. That package includes ISBN-10: 0133128083 / ISBN-13: 9780133128086 and...
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Big Breaches: Cybersecurity Lessons for EveryoneApress, 2021

	Neil and Moudy have written a book that will help us reduce our exposure

	as a society to future “big breaches” but also to many of the technology

	risks we face in an increasingly digitized society. They do this not by

	presenting a “recipe” for success but by making the subject accessible to

	audiences who...
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Mastering JavaScript Design Patterns - Second EditionPackt Publishing, 2016

	
		Key Features

		
			Learn how to use tried and true software design methodologies to enhance your JavaScript code
	
			Discover robust JavaScript implementations of classic and advanced design patterns
	
			Packed with easy-to-follow examples that can be used to create reusable code and...
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