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	Bioinformatics is at a crossroads. We work in a field that is changing every day, increasingly moving from specific solutions created by single researchers working alone or in small groups to larger, often geographically dispersed programs enabled by collaborative computing and open software. This book represents an important development, giving the reader an opportunity to discover how the use of open and reusable Java code can solve large bioinformatics problems in a software engineered and robust way. I work with one of the authors of this book every day, on the National Cancer Institute's cancer Biomedical Informatics Grid (caBIG™) project, and I can attest that they are well suited to share with their readers both their experience in the development and use of bioinformatics software, as well as their interest in solid software engineering and interoperability.

	

	In its short history, bioinformatics has become an increasingly important part of how scientists involved in biological research go about their work. This has lead to an explosion of interest in the subject, and a similar explosion in tools and data resources for researchers to learn and use in their work. Historically, tools for bioinformatics have been idiosyncratic and are custom-developed by the end-users (or those close to them) in an iterative fashion until the specific immediate problem is solved. This has led to a balkanization of informatics systems, sometimes yielding multiple, incompatible systems at a single institution for a single application. This trend is beginning to change, with groups throughout the research community developing standards and shared data models, in areas ranging from gene expression arrays to pathways and proteomics. With a range of emerging software capabilities and a growing interest in interoperable tools and standards, bioinformatics practitioners have an ever-expanding toolbox from which to draw on to develop the basic software infrastructure behind their work. Similarly, with the increasing interest within the biomedical informatics community in the use of well-defined software engineering methodologies, and disciplines like design patterns and modeldriven architecture, the software developed there will increasingly last longer, be easier to maintain, foster interoperability and reuse, and ultimately be more robust and cost effective.
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Data Fusion: Concepts and IdeasSpringer, 2012

	This textbook provides a comprehensive introduction to the concepts and idea of multisensor data fusion.

	It is an extensively revised second edition of the author's successful book: "Multi-Sensor Data Fusion:

	An Introduction" which was originally published by Springer-Verlag in 2007.

	The main changes in...
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Web Site Cookbook : Solutions & Examples for Building and Administering Your Web SiteO'Reilly, 2006
The total number of web pages today has been estimated at over 3 billion, spanning millions of individual websites. Not surprisingly, there is tremendous pressure on web developers and designers to remain current with the latest technologies.

The Web Site Cookbook from O'Reilly covers all the...
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Hematopoietic Growth Factors in Oncology: Basic Science and Clinical Therapeutics (Cancer Drug Discovery and Development)Humana Press, 2004

	Leading oncologists, hematologists, and nephrologists comprehensively review the role of HGFs in clinical practice, explain the molecular basis of their effects, and consider potential future developments. The authors focus on the use of HGFs in oncology, describing their cutting-edge application to patients with lung cancer, Hodgkin's...
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Styling Web Pages with CSS: Visual QuickProject GuidePeachpit Press, 2009
Sometimes it's hard to get started with a new technology. That's where this book excels. It's not going to show Web designers everything there is to know about CSS but rather will provide a solid introduction from which to build their CSS knowledge. The beginning of the book starts with the basics -- rules, selectors, classes, IDs, the cascade,...
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Intelligent Information Integration for the Semantic Web (Lecture Notes in Computer Science / Lecture Notes in Artificial Intelligence)Springer, 2005

	The Semantic Web offers new options for information processes. Dr. Visser is dealing with two core issues in this area: the integration of data on the semantic level and the problem of spatio-temporal representation and reasoning. He tackles existing research problems within the field of geographic information systems (GIS), the solutions of...
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Getting a Coding Job For DummiesFor Dummies, 2015

	Your friendly guide to getting a job in coding


	Getting a Coding Job For Dummies explains how a coder works in (or out of) an organization, the key skills any job requires, the basics of the technologies a coding pro will encounter, and how to find formal or informal ways to build your skills. Plus, it paints a picture...
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