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	Reconstructing Evolution: New Mathematical and Computational Advances, 9780199208227 (0199208220), Oxford University Press, 2007
Evolution is a complex process, acting at multiple scales, from DNA sequences and proteins to populations of species. Understanding and reconstructing evolution is of major importance in numerous subfields of biology. For example, phylogenetics and sequence evolution is central to comparative genomics, attempts to decipher genomes, and molecular epidemiology. Phylogenetics is also the focal point of large-scale international biodiversity assessment initiatives such as the 'Tree of Life' project, which aims to build the evolutionary tree for all extant species.   Since the pioneering work in phylogenetics in the 1960s, models have become increasingly sophisticated to account for the inherent complexity of evolution. They rely heavily on mathematics and aim at modelling and analyzing biological phenomena such as horizontal gene transfer, heterogeneity of mutation, and speciation and extinction processes. This book presents these recent models, their biological relevance, their mathematical basis, their properties, and the algorithms to infer them from data. A number of subfields from mathematics and computer science are involved: combinatorics, graph theory, stringology, probabilistic and Markov models, information theory, statistical inference, Monte Carlo methods, continuous and discrete algorithmics.   This book arises from the em/Mathematics of Evolution and Phylogenetics/em meeting at the Mathematical Institute Henri Poincare, Paris, in June 2005 and is based on the outstanding state-of-the-art reports presented by the conference speakers. Ten chapters - based around five themes - provide a detailed overview of key topics, from the underlying concepts to the latest results, some of which are at the forefront of current research.     

       About the Author

Olivier Gascuel leads a research group at LIRMM-CNRS, Montpellier. He is an associate editor of Systematic Biology and belongs to the editorial board of BMC-Bioinformatics, BMC-Evolutionary Biology, and BMC-Algorithms for Molecular Biology. He has published 110 papers and book chapters, and authored several widely used programs in phylogenetics and bioinformatics. Mike Steel directs the Biomathematics Research Centre at the University of Canterbury, New Zealand and is an associate editor of the journal Systematic Biology. He has published 120 papers and book chapters on mathematical aspects of evolutionary biology, and is co-author of the book Phylogenetics (Oxford University Press, 2003).
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Alan Turing: His Work and ImpactElsevier Limited, 2013

	In this 2013 winner of the prestigious R.R. Hawkins Award from the Association of American Publishers, as well as the 2013 PROSE Awards for Mathematics and Best in Physical Sciences & Mathematics, also from the AAP, readers will find many of the most significant contributions from the four-volume set of the Collected Works of A. M....


		

Python Parallel Programming CookbookPackt Publishing, 2015

	Master efficient parallel programming to build powerful applications using Python


	About This Book

	
		Design and implement efficient parallel software
	
		Master new programming techniques to address and solve complex programming problems
	
		Explore the world of parallel programming...



		

Mastering 3D PrintingApress, 2014

	Mastering 3D Printing shows you how to get the most out of your printer, including how to design models, choose materials, work with different printers, and integrate 3D printing with traditional prototyping to make techniques like sand casting more efficient.


	You've printed key chains. You've printed simple toys....





	

Data Mining for BioinformaticsCRC Press, 2012

	Covering theory, algorithms, and methodologies, as well as data mining technologies, Data Mining for Bioinformatics provides a comprehensive discussion of data-intensive computations used in data mining with applications in bioinformatics. It supplies a broad, yet in-depth, overview of the application domains of data mining...


		

Silverlight 2 UnleashedSams Publishing, 2008
Full Color Code samples appear as they do in Visual Studio and Expression Blend!
 

Printed entirely in color, with helpful figures and syntax coloring to make code samples appear as they do in Visual Studio and Expression Blend!
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An Introduction to Digital Audio (Music Technology)Focal Press, 1994

	An Introduction to Digital Audio brings all the fundamentals of digital audio to a wide audience. Every topic is described in plain English, from first principles, in John Watkinson's unique, accessible style. There are reasons instead of facts and practical applications to contrast with the theory.

	

	All of the key...






	





©2021 LearnIT (support@pdfchm.net) - Privacy Policy
