					Home | Amazing | Today | Tags | Publishers | Years | Account | Search 	
		



	

	
		



	Advertisement

	



	Today's Books

		



	Bioinformatics: The Machine Learning Approach, Second Edition (Adaptive Computation and Machine Learning), 9780262025065 (026202506X), MIT Press, 2001

	We have been very pleased, beyond our expectations, with the reception of
	the first edition of this book. Bioinformatics, however, continues to evolve
	very rapidly, hence the need for a new edition. In the past three years, fullgenome
	sequencing has blossomed with the completion of the sequence of
	the fly and the first draft of the Human Genome Project. In addition, several
	other high-throughput/combinatorial technologies, such as DNA microarrays
	and mass spectrometry, have considerably progressed. Altogether, these highthroughput
	technologies are capable of rapidly producing terabytes of data
	that are too overwhelming for conventional biological approaches. As a result,
	the need for computer/statistical/machine learning techniques is today
	stronger rather than weaker.


	An unprecedented wealth of data is being generated by genome sequencing projects and other experimental efforts to determine the structure and function of biological molecules. The demands and opportunities for interpreting these data are expanding rapidly. Bioinformatics is the development and application of computer methods for management, analysis, interpretation, and prediction, as well as for the design of experiments. Machine learning approaches (e.g., neural networks, hidden Markov models, and belief networks) are ideally suited for areas where there is a lot of data but little theory, which is the situation in molecular biology. The goal in machine learning is to extract useful information from a body of data by building good probabilistic models--and to automate the process as much as possible.In this book Pierre Baldi and Søren Brunak present the key machine learning approaches and apply them to the computational problems encountered in the analysis of biological data. The book is aimed both at biologists and biochemists who need to understand new data-driven algorithms and at those with a primary background in physics, mathematics, statistics, or computer science who need to know more about applications in molecular biology.This new second edition contains expanded coverage of probabilistic graphical models and of the applications of neural networks, as well as a new chapter on microarrays and gene expression. The entire text has been extensively revised.
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Modern Cryptography Primer: Theoretical Foundations and Practical ApplicationsSpringer, 2013

	Cryptography has experienced rapid development, with major advances recently in both secret and public key ciphers, cryptographic hash functions, cryptographic algorithms and multiparty protocols, including their software engineering correctness verification, and various methods of cryptanalysis. This textbook introduces the reader to these...


		

Wireless Networking HandbookNew Riders Publishing, 1996
Many organizations utilize traditional wire-based networking technologies to establish connections among computers. These technologies fall into the following three categories:

• Local area networks (LANs)
• Metropolitan area networks (MANs)
• Wide area networks (WANs)

LANs support the sharing of...

		

Genetic and Evolutionary Computation for Image Processing and Analysis (EURASIP Book Series on Signal Processing and Communications)Hindawi Publishing, 2008
Image analysis and processing is steadily gaining relevance within the large number of application fields to which genetic and evolutionary computation (GEC) techniques are applied. Although more and more examples of such applications can be found in literature, they are scattered, apart from a few exceptions, in proceedings and journals dedicated...




	

Visual Effects in A Digital World: A Comprehensive Glossary of over 7,000 Visual Effects TermsMorgan Kaufmann, 2001
"Extensive, exhaustive, complete...Half the terms I didn't know! Every studio exec, director, producer, student and journalist should read this book cover to cover!"
Scott Ross, Co-Founder/CEO, Digital Domain 

"An indispensable tool for anyone working in the visual effects medium today." 
Marty Cohen, Post...

		

Introducing Ubuntu: Desktop LinuxCourse Technology PTR, 2007
Completely free and highly robust, Ubuntu has the power to bring the Linux desktop to the masses. Introducing Ubuntu: Desktop Linux is your key to learning this new, userfriendly, and free alternative to Windows. Think of it as a personal tutorial, a one-on-one class with an expert user of Ubuntu. It begins by helping you choose the right Ubuntu...

		

Biologic Therapy of Leukemia (Contemporary Hematology)Humana Press, 2003


	In the latter part of the 20th century, hematologists and medical oncologists

	were trained to treat leukemia with systemic therapy that was cytotoxic to both

	normal and malignant cells. Some of these therapies, such as methotrexate and

	L-asparaginase, were developed within the context of known biologic pathophysiology,

	but most...
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